Complete mitochondrial genome of the Korean reeves's turtle Mauremys reevesii (Reptilia, Testudines, Geoemydidae).
The mitochondrial genome of Korean reeves's turtle Mauremys reevesii (Reptilia, Testudines, Geoemydidae) was studied. The complete mitochondrial genome sequence of M. reevesii was 16,784 bp in length and its gene arrangement pattern, gene content and gene organization is identical to those of geoemydids. The control region (CR) was located between the tRNA(Pro) and tRNA(Phe) genes and is 1253 bp in length. The typical conserved domains such as TAS and CSB-F, and CSB1, CSB2 and CSB3 were identified in the CR of geoemydids.